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CORRECTION

Correction to: Genome-wide SNP data 
unveils the globalization of domesticated pigs
Bin Yang1†, Leilei Cui1†, Miguel Perez‑Enciso3,4, Aleksei Traspov5, Richard P. M. A. Crooijmans2, 
Natalia Zinovieva5, Lawrence B. Schook6, Alan Archibald7, Kesinee Gatphayak8, Christophe Knorr9, 
Alex Triantafyllidis10, Panoraia Alexandri10, Gono Semiadi11, Olivier Hanotte12, Deodália Dias13, Peter Dovč14, 
Pekka Uimari15, Laura Iacolina16,17, Massimo Scandura17, Martien A. M. Groenen2, Lusheng Huang1* 
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After publication of this work [1], we noticed that 
information regarding the university is missing in the 
affiliation for Bin Yang, Leilei Cui and Lusheng Huang 
(affiliation 1).

The correct affiliation should be: National Key Labora-
tory for Pig Genetic Improvement and Production Tech-
nology, Jiangxi Agricultural University, Nanchang, China.
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